and contained a more heterogeneous mixture of cells than the NK and helper T cell samples. We 7 speculate that these differences explain lower detectability of social status-gene expression 8
associations here compared to previous work. accessibility were significantly larger after Dex treatment (paired T=51.283, p<10 -300 ). 15 ). 97% (2,205/2,279) of the genes that were significantly associated with rank at p < 0.05 in either condition were concordantly affected by rank. However, the effect of rank on gene expression was significantly stronger in the Dex-condition compared to the Dex+ condition (beta < 1). 17 
Supplemental Figure 3. Correlation between the standardized effect of social status on gene expression in the

